AUTHOR 


INDEX, VOLUME 49 


Section 


June Sept. 


ACKNOWLEDGEMENTS 
THE BIOMETRIC SOCIETY 
BOOK REVIEWS 
CORRECTIONS 
CORRESPONDENCE 


971 
955 
967 
947 


ABAKUKS, A. Book Review 

ABT, K. Obituary: Arthur Linder 

AGRESTI, A. and LANG, J. B. Quasi-sym- 
metric latent class models, with applica- 
tion to rater agreement 

APPLETON, D. R. (see MATTHEWS, J. N. 
S.) 

ARNASON, A. N. (see SCHWARZ, C. J.) 

ATKINSON, A. C., CHALONER, K., HERZ- 
BERG, A. M., and JURITZ, J. Optimum 
experimental designs for properties of a 
compartmental model 

AZAIS, J.-M., BAILEY, R. A., and MONOD, 
H. A catalogue of efficient neighbour-de- 
signs with border plots 


BAILER, A. J. (See MEIER, K. L.) 

BAILER, A. J. and PORTIER, C. J. An index 
of tumorigenic potency 

BAILEY, K. R. (see BRITTAIN, E. H.) 

BAILEY, R. A. (see AZAIS, J.-M.) 

BAKER, S. G., WAX, Y., and PATTERSON, 
B. H. Regression analysis of grouped sur- 
vival data: Informative censoring and dou- 
ble sampling 

BALAGTAS, C. C. (see BECKER, M. P.) 

BAN, S. (see COLOGNE, J. B.) 

BANFIELD, J. D. and RAFTERY, A. E. 
Model-based Gaussian and non-Gaussian 
clustering 

BANK, H. L. (see CYR, L.) 

BARTON, C. N., BRAUNBERG, R. C., and 
FRIEDMAN, L. Nonlinear statistical 
models for the joint action of toxins 

BECHER, H. Reader Reaction: Bootstrap hy- 
pothesis testing procedures 

BECKER, M. P. and BALAGTAS, C. C. Mar- 
ginal modeling of binary cross-over data 

BIELER, G. S. and WILLIAMS, R. L. Ratio 
estimates, the delta method, and quantal 
response tests for increased carcinogenic- 
ity 

BJORNSSON, H. Book Review 

BLAIR, R. C. and SAWILOWSKY, S. Reader 
Reaction: A note on the operating char- 
acteristics of the modified F test 

BLEUER, S. R. (see KREWSKI, D.) 

BONETT, D. G. (see EVANS, M. A.) 

BOOS, D. D. (see BROWNIE, C.) 

BORGAN, @. and LANGHOLZ, B. Nonpar- 
ametric estimation of relative mortality 
from nested case-control studies 

BRAUNBERG, R. L. (see BARTON, C. N.) 

BRITTAIN, E. H. and BAILEY, K. R. Opti- 
mization of multistage testing times and 
critical values in clinical trials 

BROEKHOVEN, L. H. (see KREWSKI, D.) 

BROMAGHIN, J. F. and MCDONALD, L. L. 


Weighted nest survival models 
BROOKMEYER, R. (see MAGDER, L.) 
BROOKMEYER, R. (see WANG, M.-C.) 
BROWN, C. C. (see FREEDMAN, L. S.) 
BROWNIE, C., BOOS, D. D., and HUGHES- 

OLIVER, J. Response to Reader Reac- 

tion: A note on the operating characteris- 

tics of the modified F test 
BROWNIE, C., HINES, J. E., NICHOLS, J. 

D., POLLOCK, K. H., and HESTBECK, 

J. B. Capture-recapture studies for multi- 

ple strata including non-Markovian tran- 

sitions 
BUCKLAND, S. T. (see HORGAN, G. W.) 
BURNHAM, K. P. and REXSTAD, E. A. 

Modeling heterogeneity in survival rates 

of banded waterfowl 
BUTTS, R. A. (see SCHAALJE, G. B.) 


CALVIN, J. A. REML estimation in unbal- 
anced multivariate variance components 
models using an EM algorithm 

CARR, G. J. and PORTIER, C. J. An evalua- 
tion of some methods for fitting dose- 
response models to quantal-response de- 
velopmental toxicology data 

CARTER, R. L. (see COLOGNE, J. B.) 

CATCHPOLE, E. A. (see CATCHPOLE, W. 
R.) 

CATCHPOLE, W. R. and CATCHPOLE, E. 
A. Stratified double sampling of patchy 
vegetation to estimate biomass 

CAUDILL, S. B. Correspondence 

CHAD€UF, J.. KRETZSCHMAR, A., GOU- 
LARD, M., and SMETTEM, K. Analyse 
de la liaison entre un processus de galeries 
et la fissuration d’un sol 

CHALONER, K. (see ATKINSON, A. C.) 

CHEN, T. T. and SIMON, R. A multiple-step 
selection procedure with sequential pro- 
tection of preferred treatments 

CHEN, Y. I. and WOLFE, D. A. Nonpara- 
metric procedures for comparing umbrella 
pattern treatment effects with a control in 
a one-way layout 

CHI, G. Y. H. (see HUNG, H. M: J.) 

CHURCHILL, G. A. (see NAVIDI, W.C.) | 

CLIFFORD, P., RICHARDSON, S., and HE- 
MON, D. Response to Reader Reaction: 
Modifying the ¢ test for assessing the cor- 
relation between two spatial processes 

COLOGNE, J. B., CARTER, R. L., FUJITA, 
S., and BAN, S. Application of generalized 
estimating equations to a study of in vitro 
radiation sensitivity 

CONYERS, R. A. J. (see JAMES, A. T.) 

CORMACK, R. M. Variances of mark-recap- 
ture estimates 


XV 


— March Dec. 

317 671 1281 

315 669 1275 ee 

317 1164 as 

961 1110 

1 

131 

617 

177 939 

325 

1252 = 

917 1194 

1262 

357 

763 

1252 

379 

997 779 

| 927 927 = 
| 295 
803 
491 
| 295 = 
669 
95 
| 1268 
997 325 
| 153 
793 
1281 

455 = 

935 85 
499 543 
853 
| 939 
| 312 
593 

| 95 
| 927 = 
763 339 
499 
1188 


Xvi 


Biometrics, 1993 


CORMACK, R. M. Book Reviews 957, 1283 
CORMACK, R. Correspondence 315 
COURSAGET, P. (see GILKS, W. R.) 441 
CROUCHLEY, R. and PICKLES, A. A spec- 
ification test for univariate and multivar- 
iate proportional hazards models 1067 
CROWLEY, J. (see LIU, P. Y.) 391 
CYR, RUST, P. F., PETERS; R., 
SCHMEHL, M. K., and BANK, H. L. 
Confidence intervals for the relative fre- 
quency of responding cells in limiting di- 
lution assays 491 
DAHLBERG, S. (see LIU, P. Y.) 391 
DAVIDIAN, M. and GILTINAN, D. M. Some 
simple methods for estimating intraindi- 
vidual variability in nonlinear mixed ef- 
fects models 59 
DAVIS, C. S. (see MILLER, M. E.) 1033 
DAVIS, C. S. (see PARK, T.) 631 
DAWSON, J. D. and LAGAKOS, S. W. Size 
and power of two-sample tests of repeated 
measures data 1022 
De GRUTTOLA, V. G. (see KIM, M. Y.) 13 
DERR, J. Book Review 318 
DEVAULT, A. (see ESPELAND, M. A.) 1010 
DEWANIJI, A., KREWSKI, D., and GOD- 
DARD, M. J. A Weibull model for the 
estimation of tumorigenic potency 367 
DIGGLE, P. J. Correspondence 947 
DINSE, G. E. Evaluating constraints that allow 
survival-adjusted incidence analysis in sin- 
gle-sacrifice studies 399 
DRAKE, C. Effects of misspecification of the 
propensity score on estimators of treat- 
ment effect 1231 
DRESCHER, K. (see GREENLAND, S.) 865 
DRUM, M. L. and MCCULLAGH, P. REML 
estimation with exact covariance in the 
logistic mixed model 677 
DUTILLEUL, P. Reader Reaction: Modifying 
the ¢ test for assessing the correlation be- 
tween two spatial processes 305 
EBRAHIMI, N. Estimation of two ordered 
mean residual lifetime functions 409 
ENGEL, B. and TE BRAKE, J. Analysis of 
embryonic development with a model for 
under- or overdispersion relative to bino- 
mial variation 269 
ESCOUFIER, Y. (see FRAILE, L.) 1142 
ESLAVA-GOMEZ, G. and MARRIOTT, F. 
H. C. Criteria to represent groups in the 
plane when the grouping is known 1088 
ESPELAND, M. A., RUSHING, J. T., and 
DEVAULT, A. Estimating incidence and 
diagnostic error rates for bivariate progres- 
sive processes 1010 
EVANS, M. A. and BONETT, D. G. A con- 
strained Cook-—Jacobson model of visibil- 
ity bias 853 
FADDY, M. J. A structured compartmental 
model for drug kinetics 243 
FAIVRE, R. (see HEBEL, P.) 281 
FEINGOLD, M. Reader Reaction: Choice of 
prediction estimator in censored regres- 
sion models 661 


FELDMANN, U. Epidemiologic assessment of 
risks of adverse reactions associated with 
intermittent exposure 

FENLON, J. S. (see RIDOUT, M. S.) 

FINCH, S. J. (see MENDELL, N. R.) 

FINKELSTEIN, D. M., MOORE, D. F., and 
SCHOENFELD, D. A. A proportional 
hazards model for truncated AIDS data 

FLEISS, J. L. (see HALE, C. A.) 

FORMANN, A. K. Fixed-distance latent class 
models for the analysis of sets of two-way 
contingency tables 

FRAILE, L., ESCOUFIER, Y., and RAI- 
BAUT, A. Analyse des correspondances 
de données planifiées: Etude de la chém- 
otaxie de la larve infestante d’un ows 

FREEDMAN, L. S., MIDTHUNE, 
BROWN, C. C., "STEELE, 
LOFF, G. J. Statistical analysis of animal 
cancer chemoprevention experiments 

FREEMAN, G. H. Book Review 

FRIEDMAN, L. (see BARTON, C. N.) 

FUJITA, S. (see COLOGNE, J. B.) 

FURNIVAL, G. M. (see GREGOIRE, T. G.) 


GAUCH, H. G. Jr. Correspondence 

GELLER, N. L. (see TANG, D.-I.) 

GILKS, W. R., WANG, C. C., YVONNET, 
B., and COURSAGET, P. Random-ef- 
fects models for longitudinal data using 
Gibbs sampling 

GILTINAN, D. M. (see DAVIDIAN, M.) 

GODDARD, M. J. (see DEWANII, A.) 

GOFFINET, B. (see HEBEL, P.) 

GORDON, A. D. Book Review 

GOULARD, M. (see CHADCEUF, J.) 

GREENLAND, S. and DRESCHER, K. Max- 
imum likelihood estimation of the attrib- 
utable fraction from logistic models 

GREGOIRE, T. G., VALENTINE, H. T., and 
FURNIVAL, G. M. Estimation of bole 
surface area and bark volume with Monte 
Carlo methods 

GROVE, W. M. (see UEBERSAX, J. S.) 


HALE, C. A. and FLEISS, J. L. Interval esti- 
mation under two study designs for kappa 
with binary classifications 

HALEY, C. S. (see WOOLLIAMS, J. A.) 

HALL, P. and WILSON, S. R. Response to 
Reader Reaction: Bootstrap hypothesis 
testing procedures 

HAMERLE, A. Response to Reader Reaction: 
A comment on “A simple test for ne- 
glected heterogeneity in panel studies” 

HEBEL, P., FAIVRE, R., GOFFINET, B., and 
WALLACH, D. Shrinkage estimators ap- 
plied to prediction of French winter wheat 

yield 

HEITIAN, D. F. Ignorability and coarse data: 
Some biomedical examples 

HELLER, G. and SIMONOFF, J. S. Response 
to Reader Reaction: Choice of prediction 
estimator in censored regression models 

HEMON, D. (see CLIFFORD, P.) 

HERZBERG, A. M. (see ATKINSON, A. C.) 

HESTBECK, J. B. (see BROWNIE, C.) 

HILTON, J. F. and MEHTA, C. R. Power and 


419 
1136 
907 


731 
523 


Sil 


1142 


= 
a 
= 
259 
956 
95 
927 
j 653 
952 
23 
441 
59 
367 
281 
672 
: 1237 
| 
865 
BS 
: 
653 
823 
523 
1245 
1271 
667 
281 
1099 
664 
312 
325 i 
1173 
4 


Author Index 


sample size calculations for exact condi- 
tional tests with ordered categorical data 

HINES, J. E. (see BROWNIE, C.) 

HOOK, E. B. and REGAL, R. R. Correspond- 
ence 

HORGAN, G. W., BUCKLAND, S. T., and 
MACKIE-DAWSON, L. A. Estimating 
three-dimensional line process densities 
from tube counts 

HSUAN, F. C. Estimating treatment means in 
a mixed-effect ANOVA model for bio- 
equivalence studies 

HUGGINS, R. M. A robust approach to the 
analysis of repeated measures 

HUGHES, M. D. Regression dilution in the 
proportional hazards model 

HUGHES, P. R. (see RIDOUT, M. S.) 

HUGHES-OLIVER, J. (see BROWNIE, C.) 

HUNG, H. M. J., CHI, G. Y. H., and LIP- 
ICKY, R. J. Testing for the existence of a 
desirable dose combination 


IWAISAKI, H. and WILTON, J. W. Regres- 
sion of genotypic on phenotypic value of 
a ratio-defined character 1154 
JAMES, A. T., WISKICH, J. T., and CON- 
YERS, R. A. J. t-REML for robust heter- 
oscedastic regression analysis of mito- 
chondrial power 
JANSEN, R. C. Maximum likelihood in a 
generalized linear finite mixture model by 
using the EM algorithm 
JENNISON, C. and TURNBULL, B. W. Se- 
quential equivalence testing and repeated 
confidence intervals, with applications to 
normal and binary responses 
JENNISON, C. and TURNBULL, B. W. 
Group sequential tests for bivariate re- 
sponse: Interim analyses of clinical trials 
with both efficacy and safety endpoints 741 
JEWELL, N. P. (see WANG, M.-C.) 
JURITZ, J. (see ATKINSON, A. C.) 


| 
325 


KANII, G. K. Book Reviews 317, 958 
KATAPA, R. S. A test of hypcthesis on famil- 
ial correlations 
KATERI, M. Correspondence 
KEIDING, N. Book Review 
KELLOFF, G. J. (see FREEDMAN, L. S.) 259 
KEMP, A. W. Book Reviews 318, 671, 1284 
KEMP, A. W. (see KEMP, C. D.) 320, 673, 959, 1285 
KEMP, C. D. Book Review 319 
KEMP, C. D. and KEMP, A. W. Book Re- 
views 320, 673, 959, 1285 
KIM, M. Y., DE GRUTTOLA, V. G., and 
LAGAKOS, S. W. Analyzing doubly cen- 
sored data with covariates, with applica- 
tion to AIDS 13 
KIMANANT, E. K. and ODHIAMBO, J. W. 
A stochastic model for the sterile male 
technique 
KOCHERLAKOTA, S. Book Reviews 
KRETZSCHMAR, A. (see CHADEUF, J.) 
KREWSKI, D. (see DEWANIJI, A.) 


569 
950 
955 


577 

956, 1282 
1237 

367 


KREWSKI, D., LEROUX, B. G., BLEUER, 
S. R., and BROEKHOVEN, L. H. Mod- 
eling the Ames Salmonella/microsome as- 
Say 

KUPPER, L. L. (see SATTEN, G. A.) 


LAGAKOS, S. W. (see DAWSON, J. D.) 

LAGAKOS, S. W. (see KIM, M. Y.) 

LAKSHMI, D. V. and SMITH, W. K. Com- 
paring proportions in the presence of false 
positive and false negative instrument 
sorting errors 

LANDIS, J. R. (see MILLER, M. E.) 

LANG, J. B. (see AGRESTI, A.) 

LANGE, K. (see WOOLLIAMS, J. A.) 

LANGHOLZ, B. (see BORGAN, @.) 

LASKA, E. M. and MEISNER, M. A plant- 
capture method for estimating the size of 
a population from a single sample 

LASTER, L. L. and PICKANDS, J. Ill. Re- 
peated measurement designs with random 
selections 

LATHROP, G. M. (see SHOUKRI, M. M.) 

LAU, T. Higher-order kappa-type statistics for 
a dichotomous attribute in multiple rat- 
ings 

LAWLESS, J. F. (see O7HARA HINES, R. J.) 

LAWSON, A. B. A deviance residual for het- 
erogeneous spatial Poisson processes 

LE, C. T. A test for linear trend in constant 
hazards and its application to a problem 
in occupational health 

LEFKOPOULOU, M. and RYAN, L. Global 
tests for multiple binary outcomes 

LEFKOVITCH, L. P. Book Review 

LEROUX, B. G. (see KREWSKI, D.) 

LIANG, K.-Y. and McCULLAGH, P. Case 
studies in binary dispersion 

LIPICKY, R. J. (see HUNG, H. M. J.) 

LIU, P. Y., DAHLBERG, S., and CROWLEY, 
J. Selection designs for pilot studies based 
on survival 

LOVELACE, J. K. (see TAMURA, R. N.) 

LUI, K.-J. Sample size determination for co- 
hort studies under an exponential co- 
variate model with grouped data 

LUI, K.-J. Sample size determination for mul- 
tiple continuous risk factors in case-con- 
trol studies 

LUI, K.-J. A simple generalization of the 
O’Brien and Fleming group sequential test 
procedure to more than two treatment 
groups 


MACKIE-DAWSON, L. A. (see HORGAN, 
G. W.) 

MAGDER, L. and BROOKMEYER, R. 
Analysis of infectious disease data from 
partner studies with unknown source of 
infection 

MANDEL, J. Correspondence 

MARRIOTT, F. H. C. 
GOMEZ, G.) 

MATTHEWS, D. E. (see RAI, S. N.) 

MATTHEWS, J. N. S. and APPLETON, D. 
R. An application of the truncated Poisson 


(see ESLAVA- 


1110 


952, 1275 


1088 
587 


609 Gs 

1173 

499 

315 429 ae 

1022 

13 

703 639 ee 

1033 

131 

1245 

593 

939 

85 

75 

151 

535 

107 

1220 

975 

623 
85 
391 = 
773 
873 
| 
{ 
1216 

| 899 
| 
| 


XViii 


distribution to immunogold assay 617 
McCULLAGH, P. (see DRUM, M. L.) 677 
McCULLAGH, P. (see LIANG, K.-Y.) 623 
McDONALD, L. L. (see BROMAGHIN, 

J. F.) 1164 
McGILCHRIST, C. A. REML estimation for 

survival models with frailty 221 
MEETER, D. (see RAMAKRISHNAN, A.) 195 
MEHTA, C. R. (see HILTON, J. F.) 609 


MEIER, K. L., BAILER, A. J., and PORTIER, 

C. J. A measure of tumorigenic potency 

incorporating dose-response shape 917 
MEISNER, M. (see LASKA, E. M.) 209 
MENDELL, N. R., FINCH, S. J., and 

THODE, H. C., Jr. Where is the likeli- 

hood ratio test powerful for detecting two 

component normal mixtures? 907 
MIDTHUNE, D. N. (see FREEDMAN, L. S.) 259 
MILLER, M. E., DAVIS, C. S., and LANDIS, 

J. R. The analysis of longitudinal polyto- 

mous data: Generalized estimating equa- 

tions and connections with weighted least 

squares 1033 
MILLS, B. J. (see TAMURA, R. N.) 249 
MONOD, H. (see AZAIS, J.-M.) 1252 
MOORE, D. F. (see FINKELSTEIN, D. M.) 731 
MUDHOLKAR, G. S. and SARKAR, I. C. 


Correspondence 1278, 1279 
MUNK, A. An improvement on commonly 
used tests in bioequivalence assessment 1225 


MUTTLAK, H. A. and SADOOGHI-AL- 
VANDL S. M. A note on the line intercept 
sampling method 1209 


NANDRAM, B. and SEDRANSK, J. Bayesian 

predictive inference for longitudinal sam- 

ple surveys 1045 
NAVIDI, W. C., CHURCHILL, G. A., and 

von HAESELER, A. Phylogenetic infer- 

ence: Linear invariants and maximum 

likelihood 543 
NEUHAUS, J. M. Estimation efficiency and 

tests of covariate effects with clustered bi- 

nary data 989 
NICHOLS, J. D. (see BROWNIE, C.) 1173 


ODHIAMBO, J. W. (see KIMANANI, E. K.) 577 
OFVERSTEN, J. Exact tests for variance com- 

ponents in unbalanced mixed linear 

models 45 
O’HARA HINES, R. J. and LAWLESS, J. F. 

Modelling overdispersion in toxicological 

mortality data grouped over time 107 
O’NEILL, H. C. (see O'NEILL, T. J.) 237 
O’NEILL, T. J. and O’NEILL, H. C. A gamma 

model for extra-binomial variation in di- 

lution assays 237 
ORD, J. K. Book Review 1282 
ORME, C. Reader Reaction: A comment on 

“A simple test for neglected heterogeneity 

in panel studies” 665 


PARK, T. and DAVIS, C. S. A test of the 
missing data mechanism for repeated cat- 
egorical data 631 

PATTERSON, B. H. (see BAKER, S. G.) 


Biometrics, 1993 


PEARCE, S. C. Book Reviews 
PETERS, J. R. (see CYR, L.) 
PICKANDS, J. III (see LASTER, L. L.) 
PICKLES, A. (see CROUCHLEY, R.) 
PIEPHO, H.-P. Correspondence 
POCOCK, S. J. (see TANG, D.-I.) 
POLLOCK, K. H. (see BROWNIE, C.) 
PORTIER, C. J. (see BAILER, A. J.) 
PORTIER, C. J. (see CARR, G. J.) 
PORTIER, C. J. (see MEIER, K. L.) 


QUANG, P. X. Nonparametric estimators for 
variable circular plot surveys 


RAFTERY, A. E. (see BANFIELD, J. D.) 

RAI, S. N. and MATTHEWS, D. E. Improving 
the EM algorithm 

RAIBAUT, A. (see FRAILE, L.) 

RAMAKRISHNAN, V. and MEETER, D. 
Negative binomial cross-tabulations, with 
applications to abundance data 

REGAL, R. R. (see HOOK, E. B.) 

RENCHER, A. C. The contribution of individ- 
ual variables to Hotelling’s 7, Wilks’ A, 
and R? 

REXSTAD, E. A. (see BURNHAM, K. P.) 

RICHARDSON, S. (see CLIFFORD, P.) 

RIDOUT, M. S., FENLON, J. S., and 
HUGHES, P. R. A generalized one-hit 
model for bioassays of insect viruses 

ROSENBERGER, J. L. Book Review 

RUSAKOYV, D. A. Estimation of the size dis- 
tribution of closed cell elements from 
analysis of their random plane sections 

RUSHING, J. T. (see ESPELAND, M. A.) 

RUSSEK-COHEN, E. and SIMON, R. M. 
Qualitative interactions in multifactor 
studies 

RUST, P. F. (see CYR, L.) 

RYAN, L. Using historical controls in the 
analysis of developmental toxicity data 

RYAN, L. (see LEFKOPOULOU, M.) 


SADOOGHI-ALVANDI, S. M. (see MUTT- 
LAK, H. A.) 
SARKAR, I. C. (see MUDHOLKAR, G. S.) 


SATTEN, G. A. and KUPPER, L. L. Condi- 
tional regression analysis of the exposure- 
disease odds ratio using known probabil- 
ity-of-exposure values 

SAWILOWSKY, S. (see BLAIR, R. C.) 

SCHAALJE, G. B. and BUTTS, R. A. Some 
effects of ignoring correlated measure- 
ment errors in straight line regression and 
prediction 

SCHMEHL, M. K. (see CYR, L.) 

SCHOENFELD, D. A. (see FINKELSTEIN, 
D. M.) 

SCHWARZ, C. J., SCHWEIGERT, J. F., and 
ARNASON, A. N. Estimating migration 
rates using tag-recovery data 

SCHWEIGERT, J. F. (see SCHWARZ, C. J.) 

SEDRANSK, J. (see NANDRAM, B.) 

SHEEHAN, N. and THOMAS, A. On the 

irreducibility of a Markov chain defined 


957, 958 ee 
491 
75 
1279 
23 
1173 
357 
779 
917 
837 
803 
587 
i 
| 315 
479 
1194 
312 
141 
1010 | 
| 
467 
491 
1126 
975 
1209 
1278, 
1279 
429 
935 
j 
1262 
731 
q 
177 
177 
1045 q 
qq 
| 
4 


on a space of genotype configurations by 
a sampling scheme 

SHIH, W. J. Correspondence 

SHOUKRI, M. M. and LATHROP, G. M. 
Statistical testing of genetic linkage under 
heterogeneity 

SIMON, R. (see CHEN, T. T.) 

SIMON, R. M. (see RUSSEK-COHEN, E.) 

SIMONOFF, J. S. (see HELLER, G.) 

SMETTEM, K. (see CHADCUF, J.) 

SMITH, B. R. Mixture estimation and the 
neurophysiological quantal hypothesis 

SMITH, W. K. (see LAKSHMI, D. V.) 

SNEE, R. D. Correspondence 

SRINIVASAN, C. and ZHOU, M. A note on 
pooling Kaplan-Meier estimators 

STEELE, V. (see FREEDMAN, L. S.) 

STENE, J. Book Review 

STORER, B. E. Small-sample confidence sets 
for the MTD in a Phase I clinical trial 

SU, J. Q. and WEI, L. J. Nonparametric esti- 
mation for the difference or ratio of me- 
dian failure times 


TAMURA, R. N., MILLS, B. J., and LOVE- 
LACE, J. K. Constrained randomization 
in a therapeutic efficacy trial 

TANG, D.-I., GELLER, N. L., and POCOCK, 
S. J. On the design and analysis of ran- 
domized clinical trials with multiple end- 
points 

TE BRAKE, J. (see ENGEL, B.) 

THODE, H. C., Jr. (see MENDELL, N. R.) 

THOMAS, A. (see SHEEHAN, N.) 

THORNQUIST, M. D. Proportional hazards 
model for repeated measures with mono- 
tonic ordinal response 

TOMIZAWA, 5. Diagonals-parameter sym- 
metry model for cumulative probabilities 
in square contingency tables with ordered 
categories 

TRITCHLER, D. (see YAO, Q.) 

TSUJITANI, M. Correspondence 

TURNBULL, B. W. (see JENNISON, C.) 

TURNBULL, B. W. (see JENNISON, C.) 


UEBERSAX, J. S. and GROVE, W. M. A 
latent trait finite mixture model for the 
analysis of rating agreement 


Author Index 


63 
949 


151 
753 
467 
664 


643 
639 


UESAKA, H. Test for interaction between 
treatment and stratum with ordinal re- 
sponses 

UTTS, J. Obituary: F. N. David 


VALENTINE, H. T. (see GREGOIRE, T. G.) 
vON HAESELER, A. (see NAVIDI, W. C.) 


WALLACH, D. (see HEBEL, P.) 

WALLENSTEIN, S. and WITTES, J. The 
power of the Mantel-Haenszel test for 
grouped failure time data 

WANG, C. C. (see GILKS, W. R.) 

WANG, M.-C., BROOKMEYER, R., and 
JEWELL, N. P. Statistical models for 
prevalent cohort data 

WAX, Y. (see BAKER, S. G.) 

WEI, L. J. (see SU, J. Q.) 

WELLEK, S. A log-rank test for equivalence 
of two survivor functions 

WESTFALL, P. H. and YOUNG, S. S. Reader 
Reaction: On adjusting P-values for mul- 
tiplicity 

WILLIAMS, C. J. On the covariance between 
parameter estimates in models of twin 
data 

WILLIAMS, R. L. (see BIELER, G. S.) 

WILSON, S. R. (see HALL, P.) 

WILTON, J. W. (see IWAISAKI, H.) 

WISKICH, J. T. (see JAMES, A. T.) 

WITTES, J. (see WALLENSTEIN, S.) 

WOLFE, D. A. (see CHEN, Y.-I.) 

WOOLLIAMS, J. A., HALEY, C. S., and 
LANGE, K. Asymptotic moments and 
distribution of nearest marker distances 
when major genes and marker polymor- 
phisms are unevenly distributed 

WRIGHT, S. P. Response to Reader Reaction: 
On adjusting P-values for multiplicity 


YAO, Q. and TRITCHLER, D. An exact 
analysis of conditional independence in 
several 2 x 2 contingency tables 

YOUNG, S. S. (see WESTFALL, P. H.) 

YVONNET, B. (see GILKS, W. R.) 


ZHOU, M. (see SRINIVASAN, C.) 


1288 
653 
543 
1237 
| 1077 
441 
1276 
861 
259 379 ae 
672 603 ee 
1117 
877 
603 941 
249 557 
793 
1271 
1154 
ins 339 
1077 
7 455 
90 
163 
| 
| 
| 721 1245 
| 
944 
883 
233 
| 951 ag 
31 
233 
41 941 
441 
‘33 861 
| 


SUBJECT INDEX, VOLUME 49 


Absolute risk 419 

Adaptive procedure 31 

Additive genetic variance 557 

Additive models 95 

Adverse reaction 419 

Aerial survey 853 

Agreement 535, 823 

AIDS 1, 13, 731 

Akaike information criterion 643 

Analyse des correspondances 1142 

Analyse des planées planifiées 1142 

Analysis of variance 467 

Anderson-Darling test 907 

Anderson-Hauck test 1225 

Animal density estimation 837 

Animal experiment 399 

Antagonism 95 

Antithetic variates 653 

Association models 131 

Asymptotic distributions 1245 

Asymptotic moments 1245 

Asymptotic relative efficiency 1022 

Asymptotically distribution-free 
methods 603 

Atlantic flyway 1173 

ATP 339 

Attributable fraction 805 

AVE test 85 


Band-recovery 177 

Band-recovery models 1194 

Bayes factors 803 

Bayesian design 325 

Bayesian inference 441 

Beta-binomial distribution 269, 
623 

Beta-correlated-binomial distribu- 
tion 269 

Bias 1231 

Binary regression 623 

Binomial data 753 

Binomial mixture 151 

Binomial sampling of insects 1262 

Bioequivalence 1225 

Biological control 1136 

Biomass 295 

Bivariate responses 741 

Bootstrap 779, 1268 

Bootstapped likelihood ratio test 
643 

Buckley-James estimator 661 


Calibration 59 

Canada geese 1173 

Canonical moments 535 
Canonical variables 1088 
Capture-recapture 177, 853 
Carboxyatractyloside 339 
Carcinogen 259 
Carcinogenesis bioassay 399 
Carcinogenic potency 367, 917 


Carcinogenic Potency Database 367 Covariance matrices 691 


Carcinogenicity 357 

Carcinogenicity experiment 587 

Carcinogenicity studies 917 

Case-cohort design 419 

Case-control studies 593 

Case design 419 

Cat spinal cord 141 

Cell 639 

Censored data 441, 1099 

Censoring 1077 

Chance-corrected agreement 523 

Chemiosmotic theory 339 

Chémotaxie 1142 

Classification 639, 803 

Clinical trials 23, 31, 467, 741, 763, 
1022 

Closed cell elements 141 

Cluster analysis 1088 

Clustered data 975, 1126 

Clustering 889, 907 

Coarsened at random 1099 

Cochran-Armitage test 793 

Cohort design 419 

Cohort studies 593 

Common environmental variance 


Compartments 243 

Competing risks 367, 379, 1099 

Components of dispersion 677 

Concordance 523 

Conditional independence 233 

Conditional likelihood 195, 429, 
1173 

Conditional symmetry 883 

Conditional variance estimator 665 

Confidence bands 75 

Confidence intervals 31, 209, 491 

Confounding 419, 1231 

Consistent estimator 409 

Constant risk difference 399 

Constant risk ratio 399 

Constrained randomization 249 

Construction of designs 1252 

Contingency table 233 

Contingency table analysis 511 

Control mortality 1136 

Control variates 653 

Convergence 441 

Convex combination 861 

Copépodes parasites 1142 

Cornfield’s test-based method 523 

Correlated binary data 677, 1126 

Correlated binomial data 237 

Correlated binomial logistic model 
269 

Correlated data 927 

Correlated responses 741 

Correlated sampling 653 

Correlation analysis 305 

Cost comparison 209 


Cox model 391, 1056 

Cox proportional hazards 661 
Cross-sectional sampling 1 
Crossover interaction 467 
“Crushed” ellipsoids 141 
Cumulative logit models 1033 


Decomposition de l’inertie 1142 
Dependent censoring 379 
Dependent data 1033 
Developmental toxicity 975 
Deviance 889 

Diabetes 803 

Diagnostics 1045 

Dichotomous response 1216 
Diffusion 243 
Dirichlet-multinomial 107 
Dirichlet-tile area 889 

Disease progression 721 
Distribution-free tests 1022 
Dominance genetic variance 557 
Dose-response 499 

Double sampling 295 

Double ¢ test 1225 

Drug kinetics 243 

Drug safety 419 


EDo; study 399 

Effect of individual variables on a 
multivariate test 479 

Effective sample size 305, 491 

Efficiency 773, 861, 927, 975 

Efficient score 151 

Elusive populations 209 

EM algorithm 131, 227, 379, 587, 
1010, 1110 

Embryonic development rate 269 

Encounter sampling 1164 

Engelman-Hartigan test 907 

Epidemiologic methods 865 

Epidemiology 429, 593 

Equal family sizes 569 

Equivalence 31 

Equivalence theorem 325 

Errors in variables 1056, 1262 

Estimable function 703 

Estimating equations 1033 

Euler-Lagrange equations 1245 

Evolution 543 

Exact analysis 233 

Exact distributions 1117 

Exact tests 45 

Exact unconditional power 609 

Excess risk 419 

Exchangeability 535 

Extinction 577 

Extra-binomial variation 269, 779 

Extra-multinomial variation 107 

Extra-Poisson variation 195, 499 


Be 
557 
} 
| 
j 
| 
| 
e = 
XX1 


Failure time 1 
Failure time data 1077 

Familial data 569 

Fast Fourier transform 233 

Fatal tumors 367 

Fibre process 1237 

Fieller’s confidence interval 703 
Fieller’s theorem 209 

Finite mixture model 227, 643, 823 
Forestry applications 653 

Frailty 221, 1067 

Fuel loading 295 


Gamma distribution 237 

Gaussian process 151 

Generalized estimating equations 
107, 975 

Generalized least squares 59 

Generalized linear model 227 

Genes 1245 

Genetic linkage 151 

Genotype estimation 163 

Gibbs sampler 163, 441, 1045 

GLIM 1188 

Goodness of fit 259 

Group sequential designs 741 

Group sequential methods 31 

Group sequential test 1216 

Group sequential trials 23 

Grouped data 1099 

Grouped survival data 107 

Grouping 1088 

Grubbs’ test 907 


Hazard rate 773 

Healthy worker effects 1220 
Heaped data 1099 

Hepatitis B immunisation 441 
Herring 177 

Heterogeneity 441, 889, 1067, 1194 
Heteroscedasticity 59, 339 
Hierarchical agglomeration 803 
Hills—Armitage test 997 

HIV 731 

Homelessness 209 
Homogeneity of variance 935 
Hotelling’s T? test 479, 873 
Hypothesis testing 45, 1268 


Immunogold assay 617 

Importance sampling 653 

Incidence 399 

Incidence density sampling 873 

Incidence rate ratio 873 

Incidental tumors 367 

Incomplete data 587 

Independence working model 1067 

Independent action 95 

Infectious diseases 1110 

Inference for finite population 1045 

Information matrix test 1067 

Informative censoring 721 

Informative and noninformative 
missingness 1022 

Interaction 95 

Interclass correlation 569 


Biometrics, 1993 


Intercurrent mortality 917 
Interexperiment variability 59 
Interim analyses 31, 741, 763 
Intermittent exposure 419 
Interrater reliability 523 
Interval-censored data 1099 
Interval censoring 13, 1010 
Interval estimation 1117 
Intraclass correlation 569 
Intracluster correlation 989 
Invariants 543 

Item response theory 823 
Iterative relocation 803 


Jackknife 491, 779 
Joint probability density function 
1154 


Jolly-Seber model 1188 


Kaplan-Meier estimate 603, 861 

Kappa 523, 535 

Kernel estimation of a derivative 
837 

Knipling’s effect 577 

Kurtosis 907 


Latent association 511 

Latent class analysis 823 

Latent continuous distribution 123 

Latent structure analysis 511, 823 

Latent trait 535 

Latent trait analysis 823 

Lethality 399 

Level crossings 151 

Likelihood 557 

Likelihood ratio 543 

Likelihood ratio test 151 

Limiting dilution assays 237, 491 

Lindeberg Central Limit Theorem 
for random sample sizes 837 

Line intercept 295 

Line intercept sampling 1209 

Line processes 899 

Line transect 295 

Linear constraints 853 

Linear gradient 249 

Linear logistic models 511 

Linear models 467 

Linear trend 1220 

Linear trend tests 793 

Local optimality 325 

Local stochastic dependence 511 

Log-linear model 131, 237, 853, 
997, 1188 

Log-rank test 1077 

Logistic 339 

Logistic constraints 853 

Logistic mixed model 677 

Logistic regression 379, 865 

Longitudinal data 441, 631, 1022 

Loss of power 123 

Lower confidence bound 643 


Magnetic resonance imaging 803 
Mainland-Gart test 997 
Major gene 907 


Many-one test 753 

Marginal homogeneity 131 

Mark-recapture 1188 

Markers 1245 

Markov random field 163 

MAX test 85 

Maximum likelihood 221, 227, 
419, 491, 691, 773, 853, 997, 
1136, 1164 

Maximum quasi-likelihood 269 

Mayfield model 1164 

McNemar’s test 997 

Mean residual lifetime function 


Mean squared error of prediction 
281 

Measurement error 1056 

Metabolism 339 

Method of moments 107 

Michaelis—Menten 339 

Micronuclei 927 

Migration 177 

Minimum dispersion test statistic 
603 

Minimum variance unbiased esti- 
mator 617 

Minirhizotrons 899 

Misclassification 1010 

Misclassification error 429 

Missing data 631 

Missing at random 1099 

Misspecification 1067, 1231 

Mitochondria 141, 339 

Mixed-effects models 989 

Mixed models 691, 803 

Mixture multinomial 511 

Mixtures 95 

Model 339 

Modified F 935 

Modified ¢ 935 

Modified ¢ test 305 

Monte Carlo power study 455 

Monte Carlo simulation 837 

Multinomial generalized linear 
model 107 

Multinomial outcomes 1110 

Multiple comparison 753 

Multiple correlation 479 

Multiple hypothesis testing 23 

Multiple-step selection procedure 
753 


Multistage sample surveys 1045 
Multistate models 721, 1173 
Multivariable regression 28 1 
Multivariate extended hypergeome- 

tric distribution 429 
Multivariate linear models 691 
Multivariate normal 873 
Multivariate survival 1067 
Multivariate survival times 221 
Mutagenicity 499 


Negative binomial 259 

Negative binomial regression 195 
Neglected heterogeneity 665 
Neighbour balance 1252 


xxii 
| 
ia 
i" 
a 
q 
| 
: 
i 
is 


Nest success 1164 

Nest survival models 1164 

Network algorithm 609 

Neural synapses 141 

Noncentral chi-square distribution 
877 

Nonlinear design 325 

Nonlinear regression 325 

Nonnegative definite 691 

Nonnested models 1268 

Nonparametric sets 409 

Nonparametric treatments versus 
control procedure 455 

Nonparametrics 609 

Nonstationarity 1237 

Normal data 753 

Nuisance parameter 85 


O’Brien’s statistic 23 

Observer variation 823 

Occult tumor 399 

Occupational mortality 1220 
Odds ratio regression 429 

Oil spill 195 

One-way layout 455 
Ophthalmologic data 1010 
Optimality 1252 

Ordered categorical data 123, 823 
Ordered categorical variables 511 
Ordered treatment effects 455 
Ordinal variables 131 

Outlier tests 907 

Outliers 339 

Overdispersion 269, 623, 927, 1067 
Overflooding ratio 577 
Ovulations 269 

Oxidative phosphorylation 339 


Palindromic symmetry 883 

Panel studies 665 

Partial F test 479 

Partial likelihood 877 

Particulate pathogens 1136 

Partner studies 1110 

Pedigree analysis 163 

Pharmacokinetics 59 

Phylogenetic inference 543 

Pilot study 391 

Pivoting 1268 

Poisson 259 

Poisson distribution 927 

Poisson process 1237, 1245 

Poissons 1142 

Pollock-Cornelius model 1164 

Poly-3 test 793 

Pooling 861 

Population-averaged models 989 

Population size estimation 853 

Potency estimation 357 

Power 85, 557, 639 

Power of exact tests 45 

Power function 243 

Prediction 281 

Prescott’s test 997 

Prevalent cohort | 

Principal components 1088 

Probability of exposure 429 

Probability plot correlation test 907 

Propensity score 1231 

Proportional hazards 13, 731, 877, 
1056 


Subject Index 


Quadrat 295 

Quantal hypothesis 643 

Quasi-likelihood 237, 499, 677, 
779, 975, 1126 

Quasi-likelihood methods 107 

Quasi-proportional hazards 721 


Random censorship 1099 

Random effects 75, 441, 677 

Random effects models 691 

Random sections 141 

Random subject effect 703 

Randomization 1252 

Rasch model 131, 823 

Ratio-defined character 1154 

Ratio statistics 793 

Reduced-parameter models 1173 

Regression analysis 75 

Regression dilution 1056 

Regression function 1154 

Regularity 889 

Relative risk 419, 593 

REML estimation 677 

Removal model 853 

Repeated confidence intervals 31, 
741 

Repeated measurements 75, 715, 
927 

Repeated measures design 631 

Repeated significance tests 23 

Reproducibility of results 823 

Resampling 941 

Residual 889 

Residual maximum likelihood 221, 
339, 691 

Residual plots 1067 

Respiration 339 

Restricted maximum likelihood 
691 

Retention data 243 

Risk assessment 917 

Robust inference 715 

Robust regression 339 

Robust standard errors 1067 


Sacrifice 399 

Sample endpoints 741 

Sample size 639, 753 

Sample size determination 609, 873 

Satterthwaite’s approximation 703 

Schnabel census 1188 

Score test 151, 665, 975, 1126 

Selection 753 

Selection design 391 

Self-consistency 13 

Sequential trial 249 

Shrinkage estimators 281 

Sickle cell disease 1010 

Significance level 85 

Similar action 95 

Simple birth and death process 577 

Simulation study 123, 151, 163, 
661 

Site fidelity 1173 

Size distribution 141 

Size performance 1067 

Skewness 907 

Software 1252 

Sorting 639 

Spatial autocorrelation 305 

Spatial interaction 1237 


XXiil 


Spatial point process 889, 1237 

Specification tests 1067 

Split-plot design 927 

Standardized discriminant coeffi- 
cients 479 

Standardized mortality ratio 593 

Statistical software 941 

Stereology 141 

Sterile male technique 577 

Stochastic ordering for marginal 
distributions 883 

Stochastic sampling 1117 

Stopping boundaries 741 

Stopping rules 31 

Structural relation 1262 

Structure 243 

Subset selection 479 

Summary statistics 1022 

Survival 399, 753 

Survival analysis 259, 661, 917, 
1077 

Survival data 391 

Survival rate estimation 1194 

Survivor function 243 

Symmetry 883 

Synergism 95 


t-REML 339 

t-specification 339 

Tag-recovery 177 

Taylor series linearization 793 

TDSO 917 

Teratology 779, 975, 1126 

Test for additional information 479 

Test of hypothesis 569 

Test of treatment-by-stratum inter- 
action 123 

Tests de permutation 1142 

Thermokinetic 339 

Threshold level 577 

Toxicity 499 

Toxicological data 623 

Transformations 1045 

Transmission probability 1110 

Truncated failure time data 731 

Truncated Poisson distribution 617 

Truncation | 

Tumor incidence 357, 793, 917 

Tumor initiation 259 

Tumor lethality 367 

Tumor promotion 259 

Twins 557 

2-acetylaminofluorene 367 

Two one-sided f-tests procedure 
703 

Type I error 1216 

Type I error probability 85 


Ultrastructure 1194 

Umbrella pattern treatment effects 
455 

UMP tests for interval hypotheses 
on normal means 877 

Unbalanced fixed models 45 

Underdispersion 269 

Unequal probability sampling 1209 

Uneven distributions 1245 

Uniformly more powerful test 1225 

Uniqueness of exact tests 45 

Up-and-down design 1117 


sla 
= 
| 
| 
| 
| 
| 
| 
| 
| 
{ 
4 
| 
| 
i 
\ 


XX1V 


Validation 281 
Validity 249 


Variable circular plot sampling 837 


Variance components 45, 441 
Variance estimation 1209 
Variance function estimation 59 
Variance inflation 935 
Variation in intake 1136 


Biometrics, 1993 


Variation in susceptibility 1136 
Varying family sizes 569 
Visibility bias 853 


Wald test statistic 631 
Wald tests 989 
Waterfowl 1194 
Weibull distribution 367 


Weighted distributions 1164 
Weighted least squares 631, 793 
Wheat yield 281 

Wicksell’s problem 141 
Wilk-Shapiro test 907 

Wilks’ A 479 

Williams Model II 269 
Williams’ test 455 


| 
4 
i 
: 
Ag 

= 
itm 
{ 

| 

q 

q 

q 

if 

AE 

W 

ig 

i 

4 
a 
4 


